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ABSTRACT 
 

Mass mortality in early stage of cultured Asian seabass has become a major issue in aquaculture industry. This study 

aimed to investigate the causative agent of mass mortality associated of the scale drop syndrome in hatchery-produced 

Asian seabass juvenile. Multiple visceral tissues of natural sick fish were sampled for Polymerase chain reaction 

(PCR) analysis using specific primer for nervous necrosis virus (NNV), megalocytivirus and scale drop disease virus 

(SDDV). Findings of this study showed that natural sick fish were negative of ectoparasites, NNV and 

megalocytivirus infection, but were positive of SDDV (The GenBank accession number for DNA sequence: 

OR507239.1 and OR507238.1). The natural sick fish appeared to be co-infected by pathogenic bacteria shown by a 

high population of Vibrio sp. sampled in skin ulcer. These results were supported by histological observation showing 

hemorrhage and necrotized cells in hematopoietic tissue. The experimental challenge in healthy fish injected with 

SDDV inoculum showed 100% mortality at 10 days post challenge. The visceral tissue of experimental SDDV 

injected fish demonstrated similar histopathological changes to natural SDDV infected fish. T he overall finding in 

this study suggests that mass mortality of Asian seabass in hatchery was primarily caused by SDDV, while bacteria 

were likely to be secondary causative agent. 
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INTRODUCTION 

 

The Asian seabass is important global commodity 

from both aquaculture and capture fisheries in tropic and 

subtropic areas. In the wild, Asian seabass is widely 

distributed throughout the Southeast Asian region from 

west India to Taiwan and also to Papua New Guinea and 

Northern Australia ( Yue et al. 2012; Vij et al. 2014). In 

the Indo-Pacific region, seabass is important species, both 

as food and recreational fishery (Farook and Ali 2021). 

The production of Asian sea bass, Lates calcarifer, from 

aquaculture has grown significantly since it was started in 

Southeast Asia in 1980s (Boonyaratpalin and Williams 

2002). This has been reported due to Asian sea bass has a 

rapid growth rate and wide range of adaptation in cultured 

condition (Jesus-Ayson et al. 2014; Nurliyana et al. 

2020). However, the growing aquaculture of Asian sea 

bass has also been accompanied by the record of some 

diseases causing mass mortalities of the cultured fish in 

some countries ( Nurliyana et al. 2020; Zhu et al. 2021; 

Liu et al. 2022). 

In Indonesia, cultured sea bass has been produced from 

ponds, estuaries, lagoons, coastal and offshore areas across 

the country, with major proportion was produced from sea 

cage (De Silva and Phillips 2007; Rimmer et al. 2013). The 

production of sea bass from aquaculture in Indonesia has 

been relying on the supply of fingerlings, spawned from 

wild-caught broodstock, from some hatcheries e.g., Bali, 

Lampung, East Java (Khotimah et al. 2022). However, the 

production of fingerlings from hatchery has been 

frequently reported to be impeded by disease outbreak 

causing  mass  mortality  of  the  fingerlings.  For example, 
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100% mortality of Asian sea bass was reported in some 

hatcheries in Indonesia (i.e., Situbondo, Banyuwangi and 

Bali) (Zafran et al. 1998). A more recent case of mass 

mortality has been reported in North Bali during the period 

of 2018 – 2022, where about 70-80% of Asian sea bass 

juveniles (6-12cm) were reported to be dead, following the 

symptoms of decreased appetite, weak swim on the surface 

or on the bottom of the tank, dark body coloration, peeling 

scales and distended abdomen. 

Prior studies have identified a number of diseases 

causing major impact on the Asian seabass hatchery 

production, including mass mortality of the fingerlings. For 

example, viral disease caused by nervous necrosis virus 

(NNV) infected larva to adult and caused up to 90% 

mortality of fish (Sembiring et al. 2018; Khotimah et al. 

2022; Yang et al. 2022). Scale drop syndrome is also a 

disease reported to cause mass mortality in Asian sea bass 

in Southeast Asia (Domingos et al. 2021). Scale drop 

syndrome was reported with clinical signs of darkened 

bodies, scale loss and sometimes exophthalmia (Gibson-

Kueh et al. 2012; de Groof et al. 2015; Senapin et al. 2019; 

Domingos et al. 2021). For bacterial diseases, 

streptococcus and bacterial septicemia, caused by 

Streptococcus sp. and Vibrio sp. have been reported to 

cause severe mortality in juvenile seabass (Creeper and 

Buller 2006; Kanchanopas-Barnette et al. 2009). 

Meanwhile, infection of parasites (e.g., monogenean and 

protozoan) has been reported to cause massive losses of up 

to 200,000 (~50 t) Asian sea bass from sea cage in Australia 

(Deveney et al. 2001).  

In North Bali, Indonesia, mass mortality of sea bass 

are frequently observed in hatchery facilities in the last 

three years. The sick and dead fish showed symptoms of 

blackish body color and being inactive at the bottom of the 

tank. These conditions are followed by abdominal 

swelling as shown in fish infected by Vibrio sp. reported 

by Gibson‐Kueh et al. (2021) and loss of scales Nurliyana 

et al. (2020). The flaking of scales is clearly visible on the 

area between the abdomen and near the tail of the infected 

fish, with brown color and excessive mucus (Gibson‐Kueh 

et al. 2012; Senapin et al. 2019). Fish mortality occurs after 

three to fourteen days from the initial symptoms. Sea bass 

farmers suspect that the mass mortality of the fish might 

have been caused by a megalocytivirus which is more 

popularly known as iridovirus. This is due to the clinical 

symptoms are identical to the symptoms of Asian sea bass 

infected by scale drop disease in Batam Island, western part 

of Indonesia (Koesharyani et al. 2020). However, no 

investigation has been conducted to determine the causal 

agents of mass mortality, which has resulted in significant 

economic losses for the grow-out sea bass at net cage in 

this area. Therefore, this study aims to determine the 

causative agent of mass mortality and pathological changes 

in diseased Asian seabass juvenile from hatchery facilities. 

 

MATERIALS AND METHODS 

 
Ethic statement 

Experiment conducted for this study followed the 

national guideline and was accepted by the animal ethics 

committee of Udayana University, Indonesia No. 

B/159/UN14.2.9/PT.01.04/2022. 

Fish sample collection 

Following a report of mass mortality from seabass 

hatchery owner, a total of 60 sick fish (7.2–12.2mm body 

length) showing lethargic, scale loses, abnormal swimming 

behavior and black body color were used for experiment. 

At the same time, a total of 90 healthy fish from the same 

hatchery were collected for later experimental challenge 

test. The fish were transported to the Laboratory of 

Pathology of the Institute for Mariculture Research and 

Fisheries Extension (IMRAFE) in a separated oxygenated 

plastic container for each sick and healthy fish for 20min. 

The sick fish were kept in a 100L concrete tank (80L 

volume) supplied with aeration and stagnant water system. 

The healthy fish were placed in two 500L concrete tank 

equipped with aeration and running water at 15mL/s. The 

water quality parameter of pH, DO, temperature and 

salinity were kept at 7.5–8.0, 5.0–6.0, 29.0–31.0C, 32.0–

33.0ppt respectively. The fish were fed ad libitum with 

commercial pellet (MS Megami GR 3) twice a day for two 

weeks. Siphoning and 50% of water change was carried out 

every morning. 

 

Gross clinical and parasite observation 

A total of 20 sick fish were anesthetized using a 

solution of 0.01% clove oil. Gill lamellae and skin mucus 

were isolated and were placed on glass objects with a drop 

of sterile seawater. The observation of parasite was 

conducted under a compound microscope (Olympus BH-2, 

Japan) at a magnification of 40–200x. 

 

Bacterial observation 

The skin ulcer and liver of ten sick fish (the same fish 

used for parasite observation) were isolated for bacterial 

observation. About 0.1mg of skin ulcer and liver was 

dissolved and homogenated in 0.9mL of sterile seawater. 

The homogenates were then diluted 100 and 10.000 time 

with sterile seawater. They were grown on media of tryptic 

soy agar (TSA) and thiosulfate citrate bile sucrose agar 

(TCBSA). These cultures were then subjected to 24h of 

30C incubation. Total bacteria and Vibrio sp. population 

in both organ skin and liver were calculated using a colony 

counter (Sibata CL560, Japan). 
 

Blood smear and hematopoietic stamp 

Five sick fish were used for blood and hematopoietic 

stamp observation. Blood smear samples were prepared by 

placing a drop of blood at the end of the slide glass. 

Meanwhile hematopoietic stamp samples were prepared by 

pressing a slice of the spleen and kidney on the glass object. 

The smears and stamps were then dried at room 

temperature and were placed in methanol for 1h of fixation. 

The smears and stamps were stained using Giemsa for 2min 

and rinsed in by tap water for 1min. Observation of 

hematopoietic cells was done under a microscope (Nikon 

Digital Camera DXM1200F, Japan). 

 

Histological examination 

Sick fish were dissected for skin-muscle, liver, 

spleen, anterior kidney and posterior kidney isolation. 

These organs were fixed in 10% buffered formalin for 24h 

prior to tissue processing in an automatic tissue processor 

(RH-12EP, Sakura, Japan). The paraffin embedded 

organs were sectioned at 5µm thickness and were stained 
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using hematoxylin and eosin. Histological observation 

was done under a microscope (Nikon Digital Camera 

DXM1200F, Japan). 

 

Molecular identification of viral infection 

Four organs (eyes, brain, spleen and kidney) of sick 

fish were used for molecular identification of viral 

infection following the method of Nurliyana et al. (2020). 

Each organ was pooled in an individual 1.5 micro tube. 

They were extracted using trizol following the protocol of 

Khumaidi et al. (2019). Reverse transcription of samples 

genomic RNA into DNA was carried out using 

GoScriptTM Reverse Transcription System (Promega, 

USA). GoTaq®PCR Core System (Promega, USA) was 

used for DNA amplification. Primers F2 and R3 at 426bp 

were used to amplify virus for NNV at amplification 

condition following the method of Nguyen et al. (1994). 

Genomic DNA from spleen and kidney were amplified 

using GoTaq®PCR Core System. Primers 1-F and 1-R at 

570bp were used to amplify megalocytivirus at 

amplification conditions as described by Kurita et al. 

(1998). Meanwhile, the SDDV amplification conditions 

was applying the procedure and primers F and R at 643bp 

as reported by Koesharyani et al. (2020). 

Five PCR products of positive SDDV were then 

purified by PCR purification kit (Innuprep PCR Pure kit 

845-KS-5010050, Analytic Jena, Germany). Samples were 

then sequenced by 1st BASE provider (Singapore). DNA 

sequences were edited by BioEdit and analyzed by Mega-

11 to know its distance. The BLAST analysis was used to 

know the homology with others known sequences. The 

DNA sequence was submitted to GenBank. 

 

Viral inoculum preparation and challenge test 

The specific inoculum for SDD was isolated from 

moribund or sick fish. Around 4mg of spleen and anterior 

kidney was ground using a sterile Grinder homogenizer 

(volume 20mL). The ground samples were then 

homogenated in 16mL of sterile phosphate buffer saline 

(PBS). The homogenate solution was centrifuged for 

15min at 4°C and 6000g. The supernatant was separated 

using a 0.45µm microfilter, collected in 1.5mm Eppendorf 

tubes and kept in -80°C for later analysis. 

A total of 90 healthy fish were divided equally into 3 

groups of challenge treatments of intramuscular injection 

i.e., the first fish group (control) was injected with PBS, 

the second fish group was injected by 0-time dilution (100) 

of crude spleen suspension; the third fish group was 

injected by 10 times dilution (10-1) of crude spleen 

suspension. Each group consists of 30 fish with 3 tank 

replicates (10 fish/tank). The observation of fish condition 

and mortality was conducted after 2 weeks of crude spleen 

suspension post-injection. Histological observations were 

conducted on the survived fish after 2 weeks of 

experimental SDDV challenge using similar method of 

histology for the natural sick fish. 

 

Data analysis 

All data were checked for normality and homogeneity 

of variance prior to parametric one-way ANOVA. The 

mean total bacteria and Vibrio sp. population was 

compared between skin ulcer and liver using a T-test 

analysis. The mean percentage of fish mortality following 

the experimental SDDV challenge was compared among 

different inoculum concentration using one-way ANOVA. 

When the analysis indicated significant difference at 

significance level of 0.05, further analysis of Tukey’s post-

hoc tests was used to identify which group is different to 

each other. A non-parametric analysis, Kruskal-Wallis test, 

was used when data violated the normality and 

homogeneity of variance. 

 

RESULTS 
 

Gross clinical and parasite observation 

Clinical symptoms of sick fish included inability to 

maintain upright position, lethargic, decreased appetite and 

staying at the bottom tank, showing black body color, scale 

loss and exophthalmia. About 15 to 20% mortality was 

recorded three days from initial clinical signs. Parasitic 

infestation was not found on the mucus and gill lamellae of 

sick fish. 

 

Bacterial observation 

There was significant differences in the mean total 

bacteria (χ2(1)=3.97, P<0.05) and Vibrio sp. 

(F(1,4)=412.19, P<0.05) population isolated from liver and 

skin ulcer of the sick fish. The mean total bacteria and 

vibrio sp. population isolated in skin ulcer 

(287.3±17.8x104cfu.g-1 and 83.0±16.3x104cfu.g-1, 

respectively) were higher than liver (2.6±0.1x104cfu.g-1 

and 0.5±0.1x104cfu.g-1, respectively) (Table 1). 

 

Blood smear test 

 Sick fish in this study showed monocyte cells in blood 

(shown by arrow in Fig. 1a) and enlarged cells in in spleen 

(Fig. 1b). 
 

Table 1: Mean bacterial population in the liver and skin ulcer of 

sick Asian seabass 

Parameters Population (x104) 

Liver Skin ulcer 

Total bacteria (cfu g-1) 2.6±0.1a 287.3±17.8b 

Vibrio sp. (cfu g-1) 0.5±0.1a 83.0±16.3b 

Values (mean+SD) with superscript letters within the row are 

statistically different (P<0.05). 

 

Histopathology observation of natural sick fish 

The skin of sick fish in this study demonstrated lesions 

on scale loses areas (Fig. 2a) and cross section damage on 

muscles. The liver of the sick fish showed cell congestion 

(Fig. 2b) with cellular hemorrhage. The splenic tissue 

degeneration was shown with the presence of aggregation 

of multiple melanomacrophage centers (MMC) (Fig. 2c). 

Similar to liver, the anterior kidney of sick fish also showed 

cellular hemorrhage and degeneration (Fig. 2d). The 

posterior kidney was necrotic, showing fragmented 

interstitial cells and edema (Fig. 2e) and presented swollen 

nuclei with basophilic matter in cytoplasmic cell (Fig. 2f).  

 

Viral observation 

PCR test showed that the sick Asian seabass in this 

study were negative of both VNN and megalocytivirus 

shown by the missing bands at 426 and 570bp from gel 

electrophoresis. However, natural sick fish sampled in this 

study was positively infected with SDDV (shown by the 

presence of band at 643bp) (Fig. 3). The sequencing results 
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Fig. 1: Sick Asian seabass with monocyte cells in blood (arrow) (a) and enlarged splenic cells (arrow) (b) (scale bar: 50µm). 
 

 
 

Fig. 2: Histopathology in organs of natural sick Asian seabass. Skin with perivasculitis (a), liver (b), spleen (c) and anterior kidney 

(d) with nuclear pyknosis (arrow) and marginal hyperchromatosis (arrow head), posterior kidney with oedema (e) and swollen nuclei 

(f). H and E Staining.  
 

showed that three PCR products of 250, 298 and 598kb 

were 100% homologous. The GenBank accession number 

for DNA sequence data in this study were OR507239.1 

(Strain Bali02) and OR507238.1 (Strain Bali03). 

 
Experimental challenge test 

The mean mortality of fish following injection by 

SDDV inoculum ranged from 0.00.0% to 100.00.0%. 

There was significance difference on the mean mortality of 

fish across treatment (χ2=7.00, P<0.05). The mortality of 

fish injected with 0 dilution of inoculum (96.70.0%) and 

10 times inoculum dilution (100.00.3%) was not 

significantly different, but both were higher than the 

mortality of fish from control group (0.00.0%). The 

mortality of fish following viral injection started at day 5 

post-injection (Fig. 4). 

Experimental SDDV injected Asian seabass did not 

demonstrate any scale drop. A cross section of dorsal skin  

 
 

Fig. 3: Gel electrophoresis results using SDDV primer F 5' 

AACTTCAGTAGCGGGTG 3' and R 5' 

GACTCATCTCTACGGTGGCG 3' (M: 100bp marker, P: 

positive control, N: negative control, 1-5: sample of sick Asian 

seabass). 
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revealed normal dermis and muscle anatomy. The liver 

showed hemorrhage (Fig. 5a). The spleen revealed 

hemorrhage, cell degeneration, nuclear pyknosis, and 

marginal hyperchromatosis in hematopoietic cells (Fig. 

5b). The anterior kidney revealed necrosis with nuclear 

pyknosis and many cells with marginal hyperchromatosis 

(Fig. 5c). The posterior kidney presented MMC, necrosis, 

and cells with marginal hyperchromatosis (Fig. 5d), but 

was absent of oedema. 

 

DISCUSSION 
 

The gross clinical examination on sick Asian seabass 

juveniles in this study showed that there were no parasites 

recorded in the mucus and gill lamellae. These findings 

are contradictory to the previous study of Rückert et al. 

(2008), where high parasitic infestation was found in 

Asian seabass collected from net cage in grow-out 

facilities in Lampung, Indonesia. The study reported that 

up to 19 species of parasites were found in the gill of 

living Asian seabass and the prevalence and intensity of 

infection was not seasonally dependent. The absence of 

parasite on the sick fish in the present study could be due 

to the fish were reared and grown in controlled rearing 

water in land based hatchery facilities. Therefore, parasite 

infestation is not likely to be the causative agent causing 

mass mortality event of Asian sea based sampled in this 

study.  
 

 

Fig. 4: MeanSE 

percentage of daily 

mortality of Asian seabass 

following challenge test 

with SDD virus inoculum.  

 

 
 

Fig. 5: Histopathology experimental SDDV injected Asian seabass. Liver with haemorrhage (a), spleen with cell degeneration, 

nuclear pyknosis (arrows) and marginal hyperchromatosis (arrow heads) (b), anterior kidney (c) and posterior kidney with cells 

necrotic and marginal hyperchromatosis (d). H and E Staining.  
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The natural sick fish in this study showed a severe 
detachment of scale which appeared to be the results of an 
intense dermal perivasculitis causing the inability of the 
skin tissue to support the scale bed. Vasculitis in major 
organs of fish e.g., skin, spleen, kidney has been reported 
to be the most distinctive histopathological condition of 
SDDV infection (Gibson‐Kueh et al. 2012). Severe scale 
loss of the affected fish is likely to further compromise 
health of fish due to the increasing vulnerability to 
opportunistic pathogen infection. In this study, the total 
bacteria in skin ulcers were still within moderate limits, but 
the population of Vibrio sp. sampled from skin ulcer were 
high according to Mahardika et al. (2021). 

Molecular detection for viral infection using specific 
primer in this study failed to detect the presence of NNV 
and megalocity virus. Therefore, NNV and megalocity 
virus is not likely to be the causative agents of the mass 
mortality event recorded in Asian seabass hatchery in Bali, 
Indonesia. The initial clinical examination on the sick fish 
showed several common symptoms of SDDV infection 
such as lethargy, scale loss, darkening body color as 
reported by Nurliyana et al. (2020). The infection of SDDV 
on the fish in this study was confirmed by molecular 
detection applying corresponding primer for the virus. The 
primer used in this research was retrieved from ORF 60 of 
SDD virus genome which was flanked at 643 unique 
region. In 2020, this primer was used to identify sick Asia 
seabass in Riau Island, Indonesia and the study found that 
the SDD isolate was identical to SDD found in Singapore 
(Koesharyani et al. 2020). 

The SDDV infection on fish in this study appears to 
concur concurrently with the presence of Vibrio sp. in both 
skin and liver. The higher population of total bacteria and 
Vibrio sp. in skin than in liver indicates that pathogenic 
Vibrio sp. in this study is likely to be secondary agents 
following the detachment of scale and multifocal 
hemorrhage on the skin. Both SDDV and pathogenic 
bacterial infection has been reported to cause ulcerative 
lesions but they have a distinctive characteristic (Kerddee 
et al. 2020). The lesion damage caused by pathogenic 
bacteria is commonly limited to external organ (e.g., skin, 
gill, fin), while SDDV lesion affects both external and 
major internal organs ( Pongnumpai and Chitmanat 2017; 
Kerddee et al. 2020). Furthermore, histopathological 
alteration associated with viral tropism for liver and 
hematopoietic organs (spleen and kidney) shown by tissue 
generation, hemorrhage and necrosis in natural and 
experimental SDDV injected fish presented in this study 
are distinctive feature of SDDV infection, consistent with 
the findings of previous studies (Gibson‐Kueh et al. 2012; 
Senapin et al. 2019). 

 

Conclusion 

The current study showed that the main causative 

agent of mass mortality of Asian seabass from hatchery 

facilities is SDDV infection. The common symptom of 

SDDV infection was consistently shown from clinical 

assessment, molecular detection and histopathological 

observation. The presence of pathogenic bacteria, Vibrio 

sp., in sick fish appears to be mediated by the massive 

losses of scale following SDDV infection, which is likely 

to further compromise the health of fish leading to 

mortality. The overall findings in this study provide basis 

information for future studies in identifying appropriate 

treatments for the SDDV infected fish. 

 

Conflict of Interest: All authors confirmed that there is no 

conflict of interest to disclose. 

 

Author Contribution: Ketut Mahardika: 

Conceptualization, methodology, investigation, data 

analysis, visualization, writing-original draft. Indah 

Mastuti: Investigation-bacterial isolation and viral 

inoculum. I Gusti Ngurah Permana: Investigation-clinical 

examination and challenge test. Zafran: Investigation-

challenge test. Isti Koesharyani: Investigation-molecular 

characterization of virus. Suko Ismi: Resource-providing 

experimental animals for challenge test. Ni Wayan Widya 

Astuti: Investigation-blood smear and hematopoietic 

examination. Ahmad Muzaki: Investigation-sample 

isolation for laboratory observation. Supono Supono: 

Writing-Original draft, writing-review and editing, data 

analysis, visualization. Rommy Suprapto: Writing-review. 

Warih Hardanu: review. I Made Merdana: Investigation-

virus sequencing. I Gusti Ngurah Kade Mahardika: 

Supervision, writing-review and editing. 

 

REFERENCES 

 
Boonyaratpalin M and Williams K, 2002. Asian seabass, Lates 

calcarifer. In: Webster C and Lim C (Eds.), Nutrient 

requirements and feeding of finfish for aquaculture, pp: 40-

51.  

Creeper J and Buller N, 2006. An outbreak of Streptococcus iniae 

in barramundi (Lates calcarifer) in freshwater cage culture. 

Australian Veterinary Journal 84(11): 408-411. 

https://doi.org/10.1111/j.1751-0813.2006.00058.x  

de Groof A, Guelen L, Deijs M, van der Wal Y, Miyata M, Ng 

KS, van Grinsven L, Simmelink B, Biermann Y, Grisez L, 

van Lent J, de Ronde A, Chang SF, Schrier C and van der 

Hoek L, 2015. A novel virus causes scale drop disease in 

Lates calcarifer. PLoS Pathogens 11(8): e1005074. 

https://doi.org/10.1371/journal.ppat.1005074 

De Silva SS and Phillips MJ, 2007. A review of cage aquaculture: 

Asia (excluding China). In: Halwart M, Soto D and Arthur 

JR (Eds.), FAO Fisheries Technical Paper Vol 498, pp. 21). 

Rome: FAO. 

Deveney MR, Chisholm LA and Whittington ID, 2001. First 

published record of the pathogenic monogenean parasite 

Neobenedenia melleni (Capsalidae) from Australia. Diseases 

of Aquatic Organisms 46(1): 79-82. 

https://doi.org/doi:10.3354/dao046079  

Domingos JA, Shen X, Terence C, Senapin S, Dong HT, Tan MR, 

Gibson-Kueh S and Jerry DR, 2021. Scale Drop Disease 

Virus (SDDV) and Lates calcarifer Herpes Virus (LCHV) 

Coinfection Downregulate Immune-Relevant Pathways and 

Cause Splenic and Kidney Necrosis in Barramundi Under 

Commercial Farming Conditions. Front Genet 12: 666897. 

https://doi.org/10.3389/fgene.2021.666897 

Farook M and Ali HAJ, 2021. Asian Seabass, Lates calcarifer 

(Bloch, 1970): A review. Science and Humanities 7(1): 23-39.  

Gibson‐Kueh S, Chee D, Chen J, Wang YH, Tay S, Leong LN, 

Ng ML, Jones JB, Nicholls PK and Ferguson H, 2012. The 

pathology of ‘scale drop syndrome’ in Asian seabass, Lates 

calcarifer Bloch, a first description. Journal of Fish Diseases 

35(1): 19-27. https://doi.org/10.1111/j.1365-

2761.2011.01319.x  

Gibson‐Kueh S, Terence C, Chew XZ, Uichanco JA and Shen X, 

2021. PCR, in‐situ hybridization, and phylogenetic analysis 

suggest that ‘big belly’disease in barramundi, Lates 

calcarifer (Bloch), is caused by a novel Vibrio species. 

https://doi.org/10.1371/journal.ppat.1005074
https://doi.org/10.3389/fgene.2021.666897
https://doi.org/https:/doi.org/10.1111/j.1365-2761.2011.01319.x
https://doi.org/https:/doi.org/10.1111/j.1365-2761.2011.01319.x


Int J Vet Sci, 2025, 14(3): 535-541. 
 

 541 

Journal of Fish Diseases 44(12): 1985-1992. 

https://doi.org/10.1111/jfd.13512 

Jesus-Ayson D, Grace E, Ayson FG and Thepot V, 2014. Early 

development and seed production of Asian seabass, Lates 

calcarifer. In Jerry DR (Ed.), Biology and culture of Asian 

sea bass Lates calcarifer (pp 16-30), Boca Raton Florida: 

CRC Press. 

Kanchanopas-Barnette P, Labella A, Alonso CM, Manchado M, 

Castro D and Borrego JJ, 2009. The first isolation of 

Photobacterium damselae subsp. damselae from Asian 

seabass Lates calcarifer. Fish Pathology 44(1): 47-50. 

https://doi.org/10.3147/jsfp.44.47  

Kerddee P, Dong HT, Chokmangmeepisarn P, Rodkhum C, 

Srisapoome P, Areechon N, Del-Pozo J and Kayansamruaj 

P, 2020. Simultaneous detection of scale drop disease virus 

and Flavobacterium columnare from diseased freshwater-

reared barramundi Lates calcarifer. Diseases of Aquatic 

Organisms 140: 119-128. https://doi.org/10.3354/dao03500  

Khotimah FH, Alimuddin A, Soelistyowati DT, Nuryati S, 

Sugama K, Muzaki A, Mastuti I, Sembiring SBM, 

Mahardika K, Arfah H and Haryanti H, 2022. Evaluation of 

resistance and gene expression of Barramundi, Lates 

calcarifer post invection of nervous necrosis virus. 

Indonesian Aquaculture Journal 17(2): 97-106. 

https://doi.org/10.15578/iaj.17.2.2022.97-106  

Khumaidi A, Fajar M, Iranawati F, Kilawati Y and Yahuhar U, 

2019. Mass mortality associated with viral nervous necrosis 

of hybrid grouper (Epinephelus sp.) cultured in city of 

grouper. AIP Conference Proceedings 2120: 070007. 

https://doi.org/10.1063/1.5115724  

Koesharyani I, Sunarto A and Sugama K, 2020. Detection of scale 

drop disease of sea bass, Lates calcarifer Bloch. Jurnal Riset 

Akuakultur 15(3): 195-204. http://dx.doi.org/10.15578/jra. 

15.3.2020.195-204 

Kurita J, Nakajima K, Hirono I and Aoki I, 1998. Polymerase 

chain reaction (PCR) amplification of DNA of red sea bream 

iridovirus (RSIV). Fish Pathologi 33: 17-23. 

Liu P, Xia JH, Sun F, Wang L, Yang Z, Lee M, Pang HY, Wen 

YF and Yue GH, 2022. Breeding Asian seabass to increase 

survival against big belly disease and growth. Aquaculture 

and Fisheries 9(5): 731-738. https://doi.org/10.1016/j.aaf. 

2022.08.004 

Mahardika K, Mastuti I, Syahidah D and Ismi S, 2021. Disease 

surveillance of cultured marine fish in the North of Bali, 

Indonesia. IOP Conference Series: Earth and Environmental 

Science 890 012035. https://doi.org/10.1088/1755-

1315/890/1/012035 

Nguyen HD, Mekuchi T, Imura K, Nakai T, Nishizawa T and 

Muroga K, 1994. Occurrence of viral nervous necrosis 

(VNN) in hatchery reared juvenile Japanese flounder 

Paralichthys olivaceus. Fisheries Science 60(5): 551-554. 

https://doi.org/10.2331/fishsci.60.551 

Nurliyana M, Lukman B, Ina-Salwany M, Zamri-Saad M, Annas 

S, Dong H, Rodkhum C and Amal MNA, 2020. First 

evidence of scale drop disease virus in farmed Asian seabass 

(Lates calcarifer) in Malaysia. Aquaculture 528: 735600. 

https://doi.org/10.1016/j.aquaculture.2020.735600 

Pongnumpai J and Chitmanat C, 2017. Columnaris disease in fish. 

Veterinary Integrative Sciences 15(2): 63-78.  

Rimmer MA, Sugama K, Rakhmawati D, Rofiq R and Habgood 

RH, 2013. A review and SWOT analysis of aquaculture 

development in Indonesia. Reviews in Aquaculture 5(4): 

255-279. https://doi.org/10.1111/raq.12017 

Rückert S, Palm H and Klimpel S, 2008. Parasite fauna of seabass 

(Lates calcarifer) under mariculture conditions in Lampung 

Bay, Indonesia. Journal of Applied Ichthyology 24(3): 321-

327. https://doi.org/10.1111/j.1439-0426.2008.01064.x 

Sembiring S, Wibawa G, Mahardika K and Zeny W, 2018. 

Infection prevalence of viral nervous necrosis (VNN) and 

iridovirus in hatcheries and mariculture. Media Akuakultur 

13(1): 1-9.  

Senapin S, Dong HT, Meemetta W, Gangnonngiw W, 

Sangsuriya P, Vanichviriyakit R, Sonthi M and 

Nuangsaeng B, 2019. Mortality from scale drop disease in 

farmed Lates calcarifer in Southeast Asia. Journal of Fish 

Diseases 42(1): 119-127.  

Vij S, Purushothaman K, Gopikrishna G, Lau D, Saju JM, 

Shamsudheen KV, Kumar KV, Basheer VS, Gopalakrishnan 

A, Hossain, MS, Sivasubbu S, Scaria V, Jena JK, Ponniah 

AG and Orban L, 2014. Barcoding of Asian seabass across 

its geographic range provides evidence for its bifurcation 

into two distinct species. Frontiers in Marine Science 1(30): 

1-13. https://doi.org/10.3389/fmars.2014.00030  

Yang Z, Yue GH and Wong SM, 2022. VNN disease and status 

of breeding for resistance to NNV in aquaculture. 

Aquaculture and Fisheries 7(2): 147-157. https://doi.org/ 

10.1016/j.aaf.2021.04.001 

Yue GH, Xia JH, Liu F and Lin G, 2012. Evidence for female-

biased dispersal in the protandrous hermaphroditic Asian 

seabass, Lates calcarifer. PLoS ONE 7(6): e37976. 

https://doi.org/10.1371/journal.pone.0037976 

Zafran Z, Harada T, Koesharyani I, Yuasa K and Hatai K, 1998. 

Indonesian hatchery reared seabass larvae (Lates calcarifer), 

associated with viral nervous necrosis (VNN). Indonesian 

Fisheries Research Journal 4(1): 19-22. https://doi.org/ 

10.15578/ifrj.4.1.1998.19-22 

Zhu Z, Duan C, Li Y, Huang C, Weng S, He J and Dong C, 2021. 

Pathogenicity and histopathology of infectious spleen and 

kidney necrosis virus genotype II (ISKNV-II) recovering 

from mass mortality of farmed Asian seabass, Lates 

calcarifer, in Southern China. Aquaculture 534: 736326. 

https://doi.org/10.1016/j.aquaculture.2020.736326

 
 

https://doi.org/https:/doi.org/10.1111/jfd.13512
https://doi.org/https:/doi.org/10.3147/jsfp.44.47
https://doi.org/https:/doi.org/10.3354/dao03500
https://doi.org/10.1063/1.5115724
https://doi.org/10.2331/fishsci.60.551
https://doi.org/https:/doi.org/10.1111/raq.12017
https://doi.org/https:/doi.org/10.1111/j.1439-0426.2008.01064.x
https://doi.org/https:/doi.org/10.3389/fmars.2014.00030
https://doi.org/https:/doi.org/10.1371/journal.pone.0037976
https://doi.org/https:/doi.org/10.1016/j.aquaculture.2020.736326

